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3. Research Project Report 

3.1 Project Title  

Effect of Src/Fyn inflammatory pathway on survival in colorectal cancer patients 

 

3.2 Project Lay Summary  

Colorectal cancer (CRC) is the second most common cause of cancer death in Europe, 

with survival rates only 50%.  Current therapies for CRC are not optimal and new targets 

are needed to help better treat CRC.  Stimulation of inflammation within the tumour 

itself could be a novel target as this inflammation is associated with improved patient 

survival.  However, the pathways modulating inflammation within the tumour are not 

yet established.  We therefore aim to investigate one inflammatory pathway called the 

Fyn pathway within 758 CRC patient tumour samples, to assess if this pathway affects 

inflammation or is associated with patient survival. 

 

3.3 Start Date: 1st August 2016   Finish Date: 31st August 2016 

 

3.4 Original project aims and objectives  

We aim to investigate the association between the local inflammatory infiltrate – Fyn and 

cancer specific survival for a 758 colorectal cancer patient cohort. We will characterise the 

impact of an active Fyn pathway on clinicopathological characteristics of these patients, to 

ascertain how the pathway is influencing tumour progression. This will be achieved using 

immunohistochemistry to stain and score individual nuclear Fyn within a 758 patient sample 

tissue microarray, with full anonymized follow up data.  We will then analyse the data for 

patient survival, clinicopathological characteristics and inflammatory mediators. 

 

 



3.5 Methodology 

I carried out immunohistochemistry to stain a 758 colorectal cancer patient tissue 

microarray for FYN, firstly defining the parameters needed. I also scored the stained sections 

using the weighted histoscore method. This was double scored by Dr Roseweir.   

 

I analysed the data using SPSS to investigate the effect of Fyn downstream pathway 

activation score on cancer specific survival.  This data will then be used to investigate 

associations with inflammation and clinicopathological characteristics. 

 

Finally, western blots were carried out to investigate the presence of SFK416, Fyn, and 

pSTAT3 so as to confirm the correlation found in the data analysis with the two colorectal 

cancer cell lines HT29 and T84 from the previously collected lysates. I also carried out some 

cell culture to prepare a fresh batch of lysates because of unforeseen problem with the 

previously collected lysates.  

 

 

  



3.6 Results  

1. Association with cancer-specific survival 

We found out that there is an association between expression level of activated 

nuclear Fyn with cancer-specific survival when nuclear Fyn is analysed together with 

SFK416 (P=0.047), as seen in Table 1. However individually, expression level of 

neither nuclear Fyn nor SFK416 is associated with cancer-specific survival. As shown 

in Figure 1, high expression of inactive Fyn decreases cancer-specific survival by 

almost 1 year in a study of 444 colorectal cancer patients. 

 

2. Association with clinicopathological characteristics and inflammation 

As seen in Table 2, level of individual expression of SFK416 is shown to be a 

significant independent biomarker for tumour proliferation (P=0.049). Table 2 also 

shows that high expression of nuclear FYN is associated with tumour site (P=0.021), 

BRAF status (P<0.001), molecular subtype (P=0.002), tumour proliferation (P=0.006), 

tumour necrosis (P=0.04), and tumour stroma percentage (P=0.025). Nuclear Fyn is 

also associated with level of inflammation indicated by the Glasgow 

Microenvironment Score (GMS) (P=0.037) as seen in Table 2. Moreover, expression 

level of activated SFK416 and Fyn correlates with BRAF status (P<0.001), tumour 

proliferation (P=0.004), and tumour necrosis (P=0.023) as shown in Table 2. 

However, on multivariate analysis in Table 3, there is no statistically significant 

correlation between SFK416 and nuclear Fyn and cancer-specific survival rate. 

 

3. Western Blot Analysis 

The western blot of Dasatinib-treated HT29 and T84 colorectal cancer cells reveals the 

presence of SFK416, Fyn, and pStat3 only on HT29 – BRAF+ve as seen in Figure 1. This 

confirms the associations of Fyn expression with BRAF+ve mutation. 



3.7 Discussion  

This study investigated the effects of Fyn in colorectal cancer patients. Assessment of 

both SFK416 and Fyn together, shows that expression of activated nuclear Fyn improves 

colorectal cancer-specific survival. This is possibly due to significant correlation of high 

expression of active Fyn with high tumour proliferation, low tumour necrosis level as 

seen in Table 3 (P=0.004, P=0.023). It is known that high tumour proliferation is a key for 

effective treatment for cancer (1). Therefore, this may increase cancer-specific survival. 

On the other hand, high tumour necrosis has been shown to further stimulate host 

inflammatory responses, which eventually promotes tumour growth (2).  Hence it 

results in poorer prognosis of patients undergoing colorectal cancer resection (2).   

 

 

Improved colorectal cancer-specific survival in patients with high expression of nuclear 

Fyn may be because of the correlation between high Fyn expression with lower 

inflammation level measured in GMS. Decreasing GMS is associated with increasing 

survival in colorectal cancer (3). In addition, cancer specific survival is also correlated 

with the different molecular subtypes. Those with high Microsatellite Instability 

immunity, lower tumour stroma percentage, and high Ki67 confer a higher chance of 

survival, which were found increasingly so in patients with high Fyn expression. 

However, patients with low Fyn expression have KRAS mutation, high tumour stroma 

percentage, and low Ki67 and thus, tend to have poorer prognosis. 

 

Other studies on other types of cancer such as prostate cancer have shown that 

overexpressed Fyn attenuates morphologic transformation into malignancy through 

activating downward signalling pathway of PAX and FAK (4). This is contrary to what is 

seen in this colorectal cancer study cohort where high level of Fyn correlates with higher 



cancer-specific survival. While another study on clear cell renal carcinoma showed that 

Fyn is associated with good prognosis (5).  One possible reason is that in different types 

of cancers, Fyn may activate different molecules in its downward signalling pathway 

such as pSTAT3. Thus, further study looking into the effects of a specific downward Fyn 

signalling pathway such as pSTAT3 on colorectal cancer will be worthwhile. 

Unfortunately, due to time constraint, we were unable to complete our analysis of 

pSTAT3.  

 

Therefore, this study shows that inhibition of Fyn does not present as a one-size-fits-all 

therapeutic solution for cancer. Inhibition of a more specific molecule downstream of 

Fyn pathway will presumably have higher specificity in treating a specific type of cancer.  

 

Significant correlation of Fyn with BRAF+ve seen in patients’ data was confirmed by the 

western blotting done on the Dasatinib treated HT29 cell lines.  We found that Fyn is 

only expressed in BRAF+ve mutated HT29 cells. Dasatinib is shown to completely inhibit 

phosphorylation at Src416 site. pStat3 is also shown to be inhibited by Dasatinib in a 

dose dependant manner.  

 

In conclusion, expression of Fyn together with SFK416 is still not statistically significant 

to be a prognostic marker for colorectal cancer survival and a further research looking 

into pSTAT3 downward signalling molecule should be considered.  

 

 

 

 

 



4. Reflection  

I am grateful for this valuable experience, which allowed me to discover more about 

experimental therapeutics in cancer science. It gave me an insight into the research world 

and introduced me to a variety of wet lab skills such as western blotting, 

immunohistochemistry staining, and cell culture. On top of that, I also had the chance to 

perform data analysis and interpretation of the lab result using SPSS, which allowed me to 

find a relationship between my lab results and the clinicopathology of colorectal cancer.  

 

 Having to do these protocols a couple of times honed my dexterity, perseverance, and 

accuracy. These traits are of paramount importance in the research world. Working with 

unexpected results produced by various protocols trained us to be flexible and also 

anticipative. I am so glad to participate in this research programme as I was given the chance 

to work independently after being given clear instructions, which gave me a real taste of 

working in a lab and a sense of responsibility to the result that will be produced. 

 

Prior to this experience, I always had the idea that research is dry and boring. I was proven 

wrong, clinical research could be very interesting and rewarding. The unpredictable nature 

of research itself forces researchers to be persistent, forward-looking, and flexible. I learned 

that trial and error and failures are common in research area so it is tremendously rewarding 

to finally be able to relate our findings to the clinical cases. This experience has encouraged 

me to incorporate research in my future medical career with a first step of undertaking an 

intercalated degree after my third year.   
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Appendices: 

 

 

 

 

  
  
Table 1: Relationship between SFK and Fyn expression and cancer specific survival in patients 
undergoing elective, potentially curative resection of colorectal cancer. 

 

 
Figure 1: Relationship between expression of nSFK416/nFyn and cancer specific survival. 

 
 

  
 



 
*Total may not equal to 100% as some are rounded off to the nearest whole numbers 
mGPS – modified Glasgow Prognostic Scores 
NLR – Neutrophils to Lymphocytes Ratio 

Table 2: Relationship between SFK and Fyn expression, clinicopathological characteristics and 
inflammatory responses in patients undergoing elective, potentially curative resection of 
colorectal cancer. 

 



 
Table 3: Clinicopathological characteristics of patients undergoing elective, potentially curative 
resection of colorectal cancer and survival (n=405). 
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      Figure 2: Western blot analyses of SFK416, Fyn, pStat3, and α Tubulin – a control. 

 

 


